Bioscientia Medicina: Journal Of Biomedicine < Translational Research

elSSN (Online): 2598-0580

Bioscientia Medicina: Journal of Biomedicine &
Translational Research

Journal Homepage: www.bioscmed.com

Overview of Microorganism Patterns Causing Pathological Fluor Albus at Dr.

Mohammad Hoesin General Hospital, Palembang, Indonesia

Raden Ayu Kusuma Andinil*, Ferry Yusrizal?, Azhari Rozali2, Theodorus3

1Department of Obstetrics and Gynecology, Faculty of Medicine, Universitas Sriwijaya, Palembang, Indonesia

2Division of Social Obstetrics and Gynecology, Department of Obstetrics and Gynecology, Faculty of Medicine, Universitas

Sriwijaya, Palembang, Indonesia

3Department of Pharmacology, Faculty of Medicine, Universitas Sriwijaya, Palembang, Indonesia

ARTICLE INFO

Keywords:
Fluor albus
Infection
Microorganism
Pathological

*Corresponding author:

Raden Ayu Kusuma Andini

E-mail address:

Kusumaandini2015a@gmail.com

All authors have reviewed and approved the
final version of the manuscript.

https://doi.org/10.37275/bsm.v7il1.763

1. Introduction

ABSTRACT

Background: Fluor albus, also known as leucorrhoea, vaginal discharge, or
leukorrhea, is the name given to fluids that are secreted from the genitals
that are not blood. Pathological fluor albus can be caused by an infection in
the lower genitalia or in areas that are more proximal. This study aimed to
determine the pattern of microorganisms that cause pathological fluor albus
at Dr. Mohammad Hoesin General Hospital, Palembang, Indonesia.
Methods: This study was a descriptive observational study and used
primary data from a direct examination of research subjects at the obstetrics
and gynecology polyclinic of Dr. Mohammad Hoesin General Hospital,
Palembang, Indonesia. A total of 63 research subjects participated in this
study. Analysis of microorganism patterns was carried out univariately using
SPSS software. Results: The majority of microorganisms that cause
pathological fluor albus are Gardnerella vaginalis. Meanwhile, in non-
pathological conditions of fluor albus, the majority of causative
microorganisms are E. coli. Conclusion: Gardnerella vaginalis is the most
common causative microorganism of pathological fluor albus disorders at
Dr. Mohammad Hoesin General Hospital, Palembang, Indonesia.

Fluor albus occurs due to inflammation as a result

Fluor albus, also known as leucorrhoea, vaginal
discharge, or leukorrhea, is the name given to fluids
that are secreted from the genitals that are not blood.
Fluor albus can be a normal condition (physiological)
or a sign of disease (pathological). Normal fluor albus
is usually clear to whitish, odorless, and does not
cause complaints. Pathological leukorrhea is usually
yellowish/greenish/gray, smells fishy/rotten, the
amount of discharge is generally large, and causes
complaints such as itching, redness (erythema),
edema, burning sensation in the intimate area, pain
during sexual intercourse (dyspareunia) or pain when

urinating (dysuria).!-5

of infection of the vaginal mucosa. Occurrence 1-14%
in all women of reproductive age and is the cause of
the arrival of 5-10 million women to the department of
obstetrics and gynecology per year worldwide. Of all
the etiologies of leukorrhea, 90% are caused by
bacterial vaginosis (33-47%), candidiasis (20-40% and
trichomoniasis (8-10%). More than a third of patients
who go to gynecology clinics in Indonesia complain of
fluor albus, and more than 80% of them are
pathological fluor albus. Pathological fluor albus can
be caused by an infection in the lower genitalia or in
more proximal areas. Infection may be caused by
trichomonas, candida,

gonococci, chlamydia,
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treponema, human papillomavirus (HPV), or genital
herpes. Transmission can occur through sexual
intercourse.6-10 This study aimed to determine the
pattern of microorganisms that cause pathological
fluor albus at Dr. Mohammad Hoesin General

Hospital, Palembang, Indonesia.

2. Methods

This study was a descriptive observational study
and used primary data from a direct examination of
research subjects at the obstetrics and gynecology
polyclinic of Dr. Mohammad Hoesin General Hospital,
Palembang, Indonesia. A total of 63 research subjects
participated in this study, where the research subjects
met the inclusion criteria. The inclusion criteria were
patients who went to the obstetrics and gynecology
polyclinic at Dr. Mohammad Hoesin General Hospital,
Palembang, Indonesia, with main complaints or
additional complaints of fluor albus, aged more than
18 years, and willing to participate in this study by
signing an informed consent form. This study was
approved by the medical and health research ethics

committee at Dr. Mohammad Hoesin General Hospital,

Palembang, Indonesia.

This study observed the sociodemographic data of
the research subjects and the microbiological data of
the research subjects. Microbiological specimen
collection was carried out by taking vaginal swabs
from research subjects, then an examination of
microbiological cultures was carried out at the central
laboratory of Dr. Mohammad Hoesin General Hospital,
Palembang, Indonesia. Data analysis was carried out
using SPSS software version 21. Univariate analysis
was performed to present a univariate data
distribution in the form of frequency distribution and

percentage of each variable.

3. Results

Table 1 presents the general characteristics of the
research subjects. The majority of research subjects
are of productive age. The majority of research
subjects had senior high school education, and the
majority worked as housewives. The majority of
research subjects have low socioeconomic and the

majority are nullipara.

Table 1. General characteristics of research subjects.

Group
Characteristics Fluor albus Non-fluor albus
pathological pathological

Age, n(%)

20-35 years 26 (52,0) 7 (53,8)

> 35 years 24 (48,0) 6 (46,2)
Education, n(%)

Primary school 1(7,7)

Junior high school 2 (15,4)

Senior high school 21 (42,0) 8 (61,5)

College 18 (36,0) 2 (154)
Occupation, n(%)

Housewives 31 (62,0) 7 (53,8)

Civil servant 1(7,7)

Private 11 (22,0) 3 (23,1)

Farmer 1(7,7)

Medical personnel 1(7,7)
Socioeconomic, n (%)

< 3 million 30 (60,0) 9 (69,2)

3-5 million 18 (36,0) 3 (23,10

5-10 million 1(7,7)
Parity, n(%)

Nullipara 15 (30,0) 10 (76,9)

Primipara 14 (28,0) 1(7,7)

Multipara 21 (42,0) 2 (15,4)

Total 13
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Table 2 presents the distribution and percentage of
microorganisms that cause fluor albus. The majority

of microorganisms that cause pathological fluor albus

are Gardnerella vaginalis. Meanwhile, in non-
pathological conditions of fluor albus, the majority of

causative microorganisms are E. coli.

Table 2. Distribution and percentage of microorganisms fluor albus.

Microorganisms Total Fluor albus (-) Fluor albus (+)
Gardnerella vaginalis 13 3 (23,1) 10 (76,9)
Bacteroides sp 7 2 (28,6) 5(71,4)

E. coli 11 6 (54,95) 5 (45,5)
Mycoplasma sp 1 0 (0) 1 (100)
Staphylococcus aureus 3 2 (66,7) 1 (33,3)
Mobiluncus sp 2 0 (0) 2 (100)
Klebsiella pneumonia 7 1(14,3) 6 (85,7)
Pseudomonas stutzeri 1 0 (0) 1 (100)
Acinetobacter baumannii 5 0 (0) S (100)
Total 50 14 36

Gardnerella vaginalis 13 27.6%

Bacteroides sp 7 14.8%

E. coli 11 23.4%

Gram- Mycoplasma sp 1 2.1%

Bacterial negative 47 | 94% | Mobiluncus sp 2 4.2%,

vaginosis Klebsiella pneumonia 7 14.8%

Pseudomonas stutzeri 1 2.1%

Acinetobacter baumannii 5 10.6%

Gram
" 3 6% | Staphylococcus aureus 3 100%
positive

4. Discussion

Gardnerella vaginalis is a common gram-negative
bacteria that cause bacterial vaginosis. Besides
Gardnerella vaginalis, other gram-negative bacteria
such as Bacteroides sp, Mobiluncus sp, and
Mycoplasma sp. These bacteria were also found in this
study. Of all the etiologies of fluor albus, 90% are
caused by bacterial vaginosis (33%-47%), candidiasis
(20-40% and trichomoniasis (8-10%). However, this
study did not find candida and trichomoniasis in 63
swab samples, and all were categorized as bacterial
vaginosis. Candida and trichomoniasis were not found
in this study, which was possible because there was
no free sexual intercourse that carries the risk of
causing sexually transmitted infections like most
patients with trichomoniasis. While candidiasis
generally occurs due to immune deficiency, such as in
people with HIV/AIDS, which was also not found in
this sample.11-15

An interesting finding is the identification of
Acinetobacter baumannii on vaginal swabs. This

bacterium is a species of Acinetobacter spp. It is most

commonly isolated from humans and is more common
in nosocomial infections than in community
infections. Bacteria are rarely found as a cause of
vaginal discharge but can be found in cases of urinary
tract infections (UTI). The detection of these bacteria is
more likely caused by vaginal swab contaminants from
the nosocomial environment or contaminants from the
urine of UTI patients. Pseudomonas stutzeri was also
never reported as a cause of leucorrhoea, even rarely
found as a cause of infection. Pseudomonas stutzeri is
an opportunistic gram-negative bacterium that is often
found in hospitals (nosocomial), although it rarely
causes infections. The detection of this bacteria is
more likely due to vaginal swab contaminants from the

environment.16-20

5. Conclusion

Gardnerella vaginalis is the most common
causative microorganism of pathological fluor albus
disorders at Dr. Mohammad Hoesin General Hospital,

Palembang, Indonesia.

3065



6. References

1. Schwebke JR, Desmond R. Natural history of
asymptomatic bacterial vaginosis in a high-risk
group of women. Sexually Transmitted
Diseases. 2007; 34(11): 876-7.

2. Bautista CT, Wurapa E, Sateren WB, Morris S,
Hollingsworth B, Sanchez JL. Bacterial
vaginosis: a synthesis of the literature on
etiology, prevalence, risk factors, and
relationship with chlamydia and gonorrhea
infections. Mil Med Res. 2016; 3: 4.

3. Morris MC, Rogers PA, Kinghorn GR. Is
bacterial vaginosis a sexually transmitted
infection? Sex Transm Infect. 2001; 77(1): 63-8.

4. Ranjit E, Raghubanshi BR, Maskey S, Parajuli
P. Prevalence of bacterial vaginosis and its
association  with risk factors among
nonpregnant women: A hospital based study.
Int J Microbiol. 2018; 2018: 8349601.

5. Gardner HL, Dukes CD. Haemophilus vaginalis
vaginitis: a newly defined specific infection
previously classified non-specific vaginitis. Am
J Obstet Gynecol. 1955; 69(5): 962-76.

6. Menard JP. Antibacterial treatment of bacterial
vaginosis: current and emerging therapies. Int J
Womens Health. 2011; 3: 295-305.

7. Hay P. Bacterial vaginosis. Medicine. 2014;
42(7): 359-63.

8. Gibbs RS. Asymptomatic bacterial vaginosis: is
it time to treat? Am J Obstet Gynecol. 2007;
196(6): 495-6.

9. Holzman C, Leventhal JM, Qiu H, Jones NM,
Wang J, Group BVS. Factors linked to bacterial
vaginosis in nonpregnant women. Am J Public
Health. 2001; 91(10): 1664-70

10.Schwebke  JR. Asymptomatic bacterial
vaginosis: response to therapy. Am J Obstet
Gynecol. 2000; 183(6): 1434-9.

11.Kenyon C, Colebunders R, Crucitti T. The global
epidemiology of bacterial vaginosis: a
systematic review. Am J Obstet Gynecol. 2013;
209(6): 505-23.

12.Joesoef MR, Schmid GP. Bacterial vaginosis:
review of treatment options and potential
clinical indications for therapy. Clinical
Infectious Diseases: An Official Publication of
the Infectious Diseases Society of America.
1995; 20 Suppl 1: S72-9.

13.Bradshaw CS, Morton AN, Hocking J, Garland
SM, Morris MB, Moss LM, et al. High recurrence
rates of bacterial vaginosis over the course of 12
months after oral metronidazole therapy and
factors associated with recurrence. The Journal
of Infectious Diseases. 2006; 193(11): 1478-86.

14 Klatt TE, Cole DC, Eastwood DC, Barnabei VM.
Factors associated with recurrent bacterial
vaginosis. The Journal of Reproductive
Medicine. 2010; 55(1-2): 55-61.

15.Lambert JA, John S, Sobel JD, Akins RA.
Longitudinal analysis of vaginal microbiome
dynamics in women with recurrent bacterial
vaginosis: recognition of the conversion process.
PLoS One. 2013; 8(12): €82599.

16.Wilson J. Managing recurrent bacterial
vaginosis. Sexually Transmitted Infections.
2004; 80(1): 8-11.

17.Schwebke JR, Richey CM, Weiss HL.
Correlation of behaviors with microbiological
changes in vaginal flora. The Journal of
Infectious Diseases. 1999; 180(5): 1632-6.

18.Guedou FA, Van Damme L, Deese J, Crucitti T,
Becker M, Mirembe F, et al. Behavioural and
medical predictors of bacterial vaginosis
recurrence among female sex workers:
longitudinal analysis from a randomized
controlled trial. BMC Infect Dis. 2013; 13: 208.

19.Fethers KA, Fairley CK, Morton A, Hocking JS,
Hopkins C, Kennedy LJ, et al. Early sexual
experiences and risk factors for bacterial
vaginosis. The Journal of Infectious Diseases.

2009; 200(11): 1662-70.

3066



20.Muzny CA, Sunesara IR, Austin EL, Mena LA,
Schwebke JR. Bacterial vaginosis among
African American women who have sex with

women. Sexually Transmitted Diseases. 2013;

40(9): 751-5.

3067



